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Influence of Acetosyringone Concentration and pH of Co-culture Medi-

um on Efficiency of Cucumber Genetic Transformation

NING Yu', LI Lei', MIAO Yong-mei'?, LI Ji', CHEN Jin—feng'

(1. State Key Laboratory of Crop Genetics and Germplasm Enhancement , College of Horticulture , Nanjing A gricultural University , Nan-
jing, Jangsu 210095 Chinas 2. College of Life Science , Anhui Science and Technology University ; Fengyang, Anhui 233100 China)
Abstract: Cucumber genetic transformation affected by acetosyringone (AS) concentration applied, adding mode and co—
culture pH was studied with cotyledonarynode of cucumber “Changchun mici”. The results indicated that both AS added in
infection bacteria liquid and co—culture medium could significantly improve the rate of resistance bud induction. The opti-
mum AS concentration was 100 wmol/L. Cucumber resistance bud induction rate was also affected by different pH of co—cul-
ture medium and the optimum pH for cucumber genetic transformation was 5.2. These research results were helpful to opti-
mize system of cucumber genetic transformation and transgenic research of cucumber.
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